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Drug Targets for SARS-CoV-2

SARS-CoV-2
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Structural Analysis Unit PO
(Protein Production Section) o>

J Basis for Supporting Innovative Drug Discovery
and Life Science Research (BINDS)

BINDS

Structural Analysis Unit ()
(Structural Analysis Section)

Chemical Seeds and Leado
' Compounds Exploratory Unit

(Library Screening Section)

Support structural analysis of static
and dynamic protein/protein complex
utilizing advanced facilities.
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Support protein production and crystalization
by advanced technology.
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Chemical Seeds and Lea
Compounds Exploratory Unit

(Structure Development

Section)

Support efficient lead compound
development byconducting the cycle
of design, synthesis, evaluation and
ADMET test.
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Takimoto- Kamimura
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Biological Seeds
Exploratory Unit
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Support genomic analysis,
genome-engineered organism, and
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Program Officer: A= H H Support researchon Gl R 2
e Optimization unit supponresencnon Rl 3
=y = e H based on computational
B 1ol nfo rm atICSIll science. Bioinformatics and om‘-
Database chemoinformatics research can be s,,wa i Tor o
. - supported. —
.\OI & e e mreah
e
9 o ==
4 [y
Bioinformatics.
The objective of this program is to establish an innovative platform to advance life science and drug development research
by providing and sharing key technological infrastructured. i in state-of-the art tect ies will support and - =
assist researchers who submit their proposals to members of the program.
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